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Research progress o prediction o bacterial SRNA genesand their targets- A review

Ligui Wang, Yain Zheo , Wuju Li
(Center of Conputationd Biology , Beijing Inditute of Basc Medicd Stiences, Bejing 100850 , China)

Abdgract :Bacterid sRNAs are a cdass of rmorrcoding RNAs with 40-500 nucleotides in length. Mog of them function as
pogtranscriptiona regulation of gene expresson through binding to the trandation initiation regon of their target MRNAS. In view
that prediction of sSRNAs and their targets provides support for experimenta identification , some prediction methods have been
developed for both of themin recent years. Inthisreview, wefirdly gave an overview of methodsfor prediction of sSRNA genes,
which are clasdfied into three categories, namely , cormparative geromics based , transcription units based and mechine learning:
based prediction methods. Secondy , the methods for sSRNA target prediction are clasdfied into two types, which are sequence
dignment based method and prediction of RNA secondary dructure-based method, repectively. Findly, the principles,
advartages and limtations of each kind of method are discussed, and pergpectives for prediction methods of sRNA and their
targets is pointed out.

Keywor ds: sRNA ; prediction; target ; bacteria

Qupported by the Nationd Programfor High Techrnology Research and Development of China (2006AA02Z323) and the Nationd Stiences Foundation of China
(90608004 ,30470411)

" Qorregponding author. Te @ +86-10-66931324; Emil : linj @nic. biri. ac.cn

Received: 4 Juy 2008/Revised : 29 Augugt 2008



